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U.G. DEGREE EXAMINATION, NOVEMBER 2021
Biotechnology
Allied - BIOINFORMATICS
(CBCS - 2017 onwards)
Time : 3 Hours Maximum : 60 Marks

Part A (10 x 1% = 15)

Answer all questions.

1. Define database.
TS SETLD EUEFUIM).
2. Expansion of RAM.
RAM upnl eNfleunésid.
3. Name any two biological database.
gCaeib @rer(h o uilflwed sreys sersdler GlLweT eT(LpgIs.
4, Biodiversity.
Liebgudl.
5. What is DNA sequencing?
DNA auflengLi(DSg15 cTeimmed 6Teimesr?
6. ORF.
6RO TETLI.
7.  What is peptide mapping?

Quiien_ L Gl n ereammmed ereires?



10.

11.

12.

Define Proteomics.

HCrmlig Cuimdléev euenuimy.

BLAST.

GermevL_.

Define Dot Plots.

L lemmieiv euenyuim.

Part B (5 x 3=15)

Answer all questions, choosing either (a) or (b).

(a)

(b)

(a)

(b)

Write short notes on architecture of database.
sTeUs SatsSlen samewenoli] UDO  &HMmSS  GOILY
GFQ_QQJBE

Or
Explain about database collection and storage.
sre)s sergder Coolly whmbd  GCssfleu  udHD
leuMss.
Write short notes on biological database.
o WiMwed sreysd sersdlenar LHMl SHSSLONS 6T(LPS)s.

Or
Explain briefly about Pathway analysis.

unsGeu jarenavadien LMD &(HESLTE 6o flss.
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13.

14.

15.

16.

17.

(a)

(b)

(a)

(b)

(a)

(b)

Describe the Maxam and Gilbert method in brief.
Maxam wpmbd Gilbert wpenm upd &m&sors cfleufss.

Or
Explain briefly about automatic DNA sequencing.
sraflumsl DNA  cuflewsu(®sgissd ubdl  SHHSSOTS
Rl AR
Give a brief account on Edman degradation method.

Edman degradation @penp Lpi &m&s @HILIL SmHs.
Or

Write short notes on Protein sequence analysis.

Urs efleosu@sgsd yleloar updl fo @bloy
UM,

What is meant by Global alignment? Explain in
brief.

GCATTLIC) SEMEITLDETL GTETDTE 6TEET? AFHeman LD
cllemd @s.

Or
Explain briefly on Scoring matrices.

avGamils Gl flgen LHd &HHESLTS 6T(LPS)s.
Part C (3 x 10 = 30)

Answer any three questions.

Write an essay on Database Management and storage.

sreygarsden Cooramern wHmDd  Callly uddl s (Her
(PSS

Give a detail notes on Genomics.

wrugn UHd elfleurer GOlLL euanys.
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18.

19.

20.

Write detail account on transcriptional and translational
signal?

Transcriptional and translational signal upmy eflfleumen
GO eUamTS.
Explain about protein structural Database.

78 Slenolil] Sresearhser Unml eNersEsd &(ms.

Describe about Multiple sequence Alignment.

elg 196 F&Ggmenen Sane@wer LHM eHlaTssd H(mHs.
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