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Biotechnology 

Allied – BIOINFORMATICS 

(CBCS – 2017 onwards) 

Time : 3 Hours Maximum : 60 Marks 

 Part A  (10  1½ = 15) 

Answer all questions. 

1. Define database. 

 uµÄz uÍ® Áøµ¯Ö. 

2. Expansion of RAM. 

 RAM £ØÔ Â›ÁõUP®. 

3. Name any two biological database. 

 H÷uÝ® Cµsk E°›¯À uµÄz uÍzvß ö£¯øµ GÊxP. 

4. Biodiversity. 

 £À¾°º. 

5. What is DNA sequencing? 

 DNA Á›ø\£kzxuÀ GßÓõÀ GßÚ? 

6. ORF.  

 KBºG¨.  

7. What is peptide mapping? 

 ö£¨øhm ÷©¨¤[ GßÓõÀ GßÚ? 
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8. Define Proteomics. 

 ¦÷µõmi÷¯õªUì Áøµ¯Ö. 

9. BLAST. 

 ¤Íõìm. 

10. Define Dot Plots. 

 hõm ¤Íõmì Áøµ¯Ö. 

 Part B (5  3 = 15) 

Answer all questions, choosing either (a) or (b). 

11. (a) Write short notes on architecture of database. 

   uµÄz uÍzvß Pø»¯ø©¨¦ £ØÔ _¸UP SÔ¨¦ 

GÊxP. 

Or 

 (b) Explain about database collection and storage. 

   uµÄz uÍzvß ÷\ª¨¦ ©ØÖ® ÷\P›¨ø£ £ØÔ 

ÂÁ›UP. 

12. (a) Write short notes on biological database. 

   E°›¯À uµÄz uÍzvøÚ £ØÔ _¸UP©õP GÊxP. 

Or 

 (b) Explain briefly about Pathway analysis.  

   £õz÷Á AÚø»êì £ØÔ _¸UP©õP ÂÁ›UP. 
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13. (a) Describe the Maxam and Gilbert method in brief. 

   Maxam ©ØÖ® Gilbert •øÓ £ØÔ _¸UP©õP ÂÁ›UP. 

Or 

 (b) Explain briefly about automatic DNA sequencing.  

   uõÛ¯[Q DNA Á›ø\£kzxuÀ £ØÔ _¸UP©õP 
ÂÍUSP.  

14. (a) Give a brief account on Edman degradation method.  

   Edman degradation •øÓ £ØÔ _¸UP SÔ¨¦ u¸P. 

Or 

 (b) Write short notes on Protein sequence analysis. 

   ¦µu Á›ø\£kzxuÀ B´ÂøÚ £ØÔ ]Ö SÔ¨¦ 
ÁøµP. 

15. (a) What is meant by Global alignment? Explain in 
brief. 

   S÷Íõ£À Aø»ß©ßm GßÓõÀ GßÚ? AuøÚ £ØÔ 
ÂÍUSP. 

Or 

 (b) Explain briefly on Scoring matrices. 

   ì÷Põ›U ÷©m›Ué £ØÔ _¸UP©õP GÊxP. 

 Part C  (3  10 = 30) 

Answer any three questions. 

16. Write an essay on Database Management and storage. 

 uµÄuÍzvß ÷©»õsø© ©ØÖ® ÷\ª¨¦ £ØÔ Pmkøµ 
GÊxP. 

17. Give a detail notes on Genomics. 

 ©µ£q £ØÔ Â›ÁõÚ SÔ¨¦ ÁøµP. 
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18. Write detail account on transcriptional and translational 

signal? 

Transcriptional and translational signal £ØÖ Â›ÁõÚ 
SÔ¨¦ ÁøµP. 

19. Explain about protein structural Database. 

 ¦µu Aø©¨¦ uµÄuÍ[PÒ £ØÔ ÂÍUP® u¸P. 

20. Describe about Multiple sequence Alignment.   

 ©Ài¨¤Ò ^UöPõßì Aø»ö©ßm £ØÔ ÂÍUP® u¸P.  
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